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AMENDMENTS TO THE CLAIMS 

The following complete listing of claims replaces all previous listings of claims in the 
application. 
Listing of claims: 
1-102. (Canceled) 

1 03. (Currently amended) A method of predicting metastatic melanoma survival 
comprising: 

providing a blood, serum or plasma sample containing acellular DNA from a 
human subject suffering from metastatic melanoma; 

comparing DNA markers selected from the group consisting of D12S1657, 
D1 2S393, D1 2S1 706, and D1 2S346 in the acellular DNA with the same DNA markers in 
a control human DNA: 

determining from the comparison step if the acellular DNA has a loss of 
heterozygosity at one or more of the DNA markers; and 

predicting that the subject having a loss of heterozygosity at one or more of the 
DNA markers has a lower probability of survival compared to a subject with no loss of 
heterozygosity at the DNA markers. 

1 04. (Previously presented) The method of claim 1 03, wherein the acellular and 
control DNA are amplified. 

105. (Previously presented) The method of claim 103, wherein the control DNA is 
obtained from non-neoplastic tissue from the subject. 

106. (Previously presented) The method of claim 103, wherein the control DNA is 
obtained from a biological fluid or tissue from a normal subject. 
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107. (Previously presented) The method of claim 103, wherein the control DNA is 
obtained from peripheral blood lymphocytes from the subject. 

108. (Previously presented) The method of claim 103, wherein the loss of 
heterozygosity comprises a 40% or more reduction of peak intensity for the acellular DNA 
marker as compared to the corresponding control DNA marker. 

1 09. (Currently amended) A method of metastatic melanoma prognosis 
comprising: 

providing a blood, serum or plasma sample containing acellular DNA from a 
human subject suffering from metastatic melanoma; 

comparing DNA markers selected from the group consisting of D12S1657, 
D1 2S393, D1 2S1 706, and D1 2S346 in the acellular DNA with the same DNA markers in 
a control human DNA; 

determining from the comparison step if the acellular DNA has a loss of 
heterozygosity at one or more of the DNA markers; and 

predicting that the subject having a loss of heterozygosity at one or more of the 
DNA markers has a poor prognosis compared to a subject with no loss of heterozygosity 
at the DNA markers. 

1 1 0. (Previously presented) The method of claim 1 09, wherein the acellular and 
control DNA are amplified. 

111. (Previously presented) The method of claim 109, wherein the control DNA is 
obtained from non-neoplastic tissue from the subject. 

1 1 2. (Previously presented) The method of claim 1 09, wherein the control DNA is 
obtained from a biological fluid or tissue from a normal subject. 
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1 1 3. (Previously presented) The method of claim 1 09, wherein the control DNA is 
obtained from peripheral blood lymphocytes from the subject. 

114. (Previously presented) The method of claim 109, wherein the loss of 
heterozygosity comprises a 40% or more reduction of peak intensity for the acellular DNA 
marker as compared to the corresponding control DNA marker. 

1 1 5. (Currently amended) A method of predicting efficacy of melanoma cancer 
therapy comprising: 

providing a blood, serum or plasma sample containing acellular DNA from a 
human subject suffering from Stage IV melanoma prior to administration of a cancer 
therapy; 

comparing DNA markers selected from the group consisting of D12S1657, 
D1 2S393, D1 2S1 706, and D1 2S346 in the acellular DNA with the same DNA markers in 
a control human DNA; 

determining from the comparison step if the acellular DNA has a loss of 
heterozygosity at one or more of the DNA markers; and 

predicting that the cancer therapy efficacy of the subject having a loss of 
heterozygosity one or more of the DNA markers will likely be poor compared to a subject 
with no loss of heterozygosity at the DNA markers . 

1 1 6. (Currently amended) The method of claim 1 1 5, wherein the cancer therapy 
is selected from the group consisting of chemotherapy, radiation therapy, gono thorapy , 
immunotherapy, surgical procedure, and a combination of the cancer therapies. 

1 1 7. (Previously presented) The method of claim 1 1 5, wherein the cancer therapy 
is biochemotherapy. 
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1 1 8. (Currently amended) 



The method of claim 1 1 7, wherein the 



thorapy 



Is biochemotherapy and is a combination so l octod from tho group cons i st i ng of 
dacarbazine, cisplatin, vinblastin, interferon alpha-2b, IL-2, and tamoxifen. 

1 1 9. (Previously presented) The method of claim 1 1 5, wherein the acellular and 
control DNA are amplified. 

1 20. (Previously presented) The method of claim 1 1 5, wherein the control DNA is 
obtained from non-neoplastic tissue from the subject. 

1 21 . (Previously presented) The method of claim 1 1 5, wherein the control DNA is 
obtained from a biological fluid or tissue from a normal subject. 

1 22. (Previously presented) The method of claim 1 1 5, wherein the control DNA is 
obtained from peripheral blood lymphocytes from the subject. 

1 23. (Previously presented) The method of claim 1 1 5, wherein the loss of 
heterozygosity comprises a 40% or more reduction of peak intensity for the acellular DNA 
marker as compared to the corresponding control DNA marker. 

1 24. (Currently amended) A method of predicting responsiveness to cancer 
therapy comprising: 

providing a blood, serum or plasma sample containing acellular DNA from a 
human subject suffering from Stage IV melanoma prior to administration of a cancer 
therapy; 

comparing DNA markers selected from the group consisting of D12S1657, 
D1 2S393, D1 2S1 706, and D1 2S346 in the acellular DNA with the same DNA markers in 
a control human DNA, 

determining from the comparison step if the acellular DNA has a loss of 



71754-8007.US01/LEGAL20973783.2 



-5- 



Application No. 1 0/801 ,956 Attorney Ref. 71 754.8007.US01 

06/08/201 1 Response to 03/31/201 1 Office Action JWCI-039 

heterozygosity at one or more of the DNA markers; and 

predicting that the subject having a loss of heterozygosity at one or more of the 
DNA markers has a poor likelihood of responding to cancer therapy compared to a 
subject with no loss of heterozygosity at the DNA markers . 

1 25. (Currently amended) The method of claim 1 24, wherein the cancer therapy 
is selected from the group consisting of chemotherapy, radiation therapy, gono thorapy , 
immunotherapy, surgical procedure, and a combination of the cancer therapies. 

1 26. (Previously presented) The method of claim 1 24, wherein the cancer therapy 
is biochemotherapy. 

1 27. (Currently amended) The method of claim 1 26, wherein the cancor thorapy 
Is biochemotherapy and is a combination se l ected from tho group cons i st i ng of 
dacarbazine, cisplatin, vinblastin, interferon alpha-2b, IL-2, and tamoxifen. 

1 28. (Previously presented) The method of claim 1 24, wherein the acellular and 
control DNA are amplified. 

1 29. (Previously presented) The method of claim 1 24, wherein the control DNA is 
obtained from non-neoplastic tissue from the subject. 

1 30. (Previously presented) The method of claim 1 24, wherein the control DNA is 
obtained from a biological fluid or tissue from a normal subject. 

1 31 . (Previously presented) The method of claim 1 24, wherein the control DNA is 
obtained from peripheral blood lymphocytes from the subject. 

1 32. (Previously presented) The method of claim 1 24, wherein the loss of 
heterozygosity comprises a 40% or more reduction of peak intensity for the acellular DNA 
marker as compared to the corresponding control DNA marker. 
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